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Detection of environmental microorganisms based on high-throughput sequencing

Part 1 : Basic code
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1 SEE

AFRERLE TR A el B 7 BOR BEAT IS A A I B T 785, BARREARIRAE . RA7, SKIGE T
VESRAE, FEAKCIIRERY . BRSSP 3R
AR IE A P 2 5 PR A 2 TR AT PR it o A A D I LA

2 MetsIRAxH
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3 RIBFENX

IHIE SCE A
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IFE environment
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3.2

D microorgnism
AFRAER SO . AN HE.
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AERFELHZE metagenomics
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tHXTERE relative abundance
JE— R PP R AR WD A B S A M REVR BT AR S LA, 3E R LB 2 TR R
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FaEF stabilizer

TRFFULE DAL R W) T Fa s (R AL 22377
3.6
EIRE error rate

BT B B RRAE, L B0 A5 R T REAEAE R R o B R BRI 5 AR rp B v e A
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3.7

¥MPR detection limit
AAFUHEF E ONTFELE B AT SERERE N, AT AFE SRR il 21 B AR (AP Els 510D 1 s /IN il e 208
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4 UEEEIE
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DNA— it S i I% S (deoxyribonucleic acid)
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5.3 HMXE
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5.5.1 LWEZFHRAENFEE

—RLEAR GBI9489-2008 S AN B IR SN/T 1193 JERRISII0 % FAR B R
IS 3.
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—— S E N AR ISR TAE AR oL X, a7 A e X, FEARGIR X, FIEIXEE, &%
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5.5.3 HEARSHIELS DNA $2EL
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——3EHUS M DNA, WiIfRAF 7 RUA, BB T-20°C K0 P RAET-80C 2 T
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5.5.4 EE (Fi&) 55@E0F
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5.6.1 HIEAIE

——PUEH: NOABAHN mEEN T G ESR, FRhITH AN SR R, R e T 1%
g2 EL A7 LA T 20%.
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5.6.2 TEYIIER
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5.6.4 WMEMIMENMEETE (H)
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Mt R A
(FERMMEMIR)
BEEENFIE

A1 SEEERNFIE
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A1 SEEERNFRIEE

A2 MFHEERLE
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A3 SBEERENFIESE

A.3.1 DNARESRITHT

X PRAL AT BIDNAKE - SR P B Bl A 27 R 75 VR R 0 A% BR DNAST I 21455 5 0 e SR 2 5K 1
FBORI

A.3.2 EKER

R AT W75 AODNA JFy BUf & I ek (3 S8 AP S AN P81 R IR R BlAsR
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A.3.3 PCR (AJi%)

R 12 SR A ) SC % HEAT PCRY™ M JBORAT 25 T 1 SO B AR5
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Mt & B
(FERMMEMIR)
SEWRIERE

B 1 EEREFEIELSEFHMITET (DOE-JGI) HULABEAZNERRNALL B R 53R E

http://greengenes. secondgenome. com

B 2 XEEMEMHAREEH L (NCBI) HILERF5I¥IEE
ftp://ftp. ncbi. nlm. nih. gov/blast/db/

B 3 XEEMEMRARERFL (NCBI) HIMEEEHEBIERE

http://www. ncbi. nlm. nih. gov/genome

B 4 XEEMNEYFAREEF L (NCBI) HI4Fhsr K EEE
http://www. ncbi. nlm. nih. gov/taxonomy

B 5 XEAERIIKXSEEAMRF L (DOE-JGI) BIREMEFBEIRE
https://img. jgi. doe. gov/
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Marco, Diang t innovations and future trends. Horizon Scientific Press, 2011.
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